
 

             

 

  

Position taking : soon as possible 

Duration : 24 months (+12) 

Link : https://euraxess.ec.europa.eu/jobs/734974  

Position taking : July 2022  

Duration : 24 months (+12) 

Link : https://euraxess.ec.europa.eu/jobs/768531 

Position taking : soon as possible  

Duration : 18 months 

Link : https://euraxess.ec.europa.eu/jobs/767382  

Position taking : July 2022  

Duration : 14 months (+9) 

Link : https://euraxess.ec.europa.eu/jobs/771395 

https://euraxess.ec.europa.eu/jobs/734974
https://euraxess.ec.europa.eu/jobs/768531
https://euraxess.ec.europa.eu/jobs/767382
https://euraxess.ec.europa.eu/jobs/771395


 

 

Starting Date: Summer of Fall 2022 
Duration: 24 (+12) months  
Location: UMR BFP  
Proportion of work: full-time 
Salary: 31k€ yearly before-tax salary (approx. 25k€ net) 
Desired level of education: PhD 
Experience required: PhD + 3 years max of research experience  
 
Two (+1) years position supported by Bordeaux Plant Science (BPS) research program is available in 
the Fruit Biology and Pathology research unit in Bordeaux, France. This post-doc position is one of 19 
offered positions as part of Bordeaux University excellence BPS program, which will provide access to 
many scientific events and resources.  
The successful candidate will work in close collaboration with two others post-docs in the Work 
Package PROMISE which goal is to study plant responses to multistress and trade-offs between 
tolerance and productivity. 
 
 
Job description:  

Plant health is of primary importance to improve and secure food supply of a growing human 
population. Virus infection is one of the most alarming biotic threats due to the impact of climate 
change on the spatial and temporal distribution of vectors and viruses. Furthermore, it has been shown 
that heat stress largely suppresses the defence responses produced by the plant during a virus 
infection. Plant tolerance can be defined as a trade-off between stress response and growth 
maintenance. 

In order to be able to propose new tolerant varieties, this project proposes to find the genetic and 
functional bases of tolerance to combined viral and thermal stress. To answer this question, the project 
uses two complementary plant species: Arabidopsis thaliana, as a model, and S. pimpenillifolium, as 
an ancestor and source of diversity for tomato. The project will provide a detailed description of the 
trade-off between response to combined stresses and growth using phenotypes of disease traits, 
growth, fitness and metabolic variables in Arabidopsis and S. pimpenillifolium, and will help to 
understand the genetic architecture of tolerance through GWAs strategies. In the last year of the 
project, the post-doctoral candidate will also participate in a meta-analysis of tolerance in a variety of 
plants subjected to different stresses (thermal, hydric, biotic) in the framework of the PROMISE WP. 

 
Environment: The 'Virology' (V. Schurdi-Levraud), ‘FDFE' (F. Delmas) and 'Meta' (P. Petriacq) teams of 
the Fruit Biology and Pathology research unit are jointly responsible for this project and are recognised 
for their expertise in plant genetics, physiology and metabolism. We are located on the plant science 



 

campus of the Bordeaux INRAE (French National Research Institute for Agriculture, Food and 
Environment), France. 

Bordeaux is an easy-going and enjoyable UNESCO world heritage city with many cultural, social, 
sportive events, famous for its vineyards and only one hour away from marvellous sand beaches. 
    
 
Skills: We are looking for highly motivated applicants with a good publication track- record and a strong 
commitment to research. Skills in quantitative genetics, biostatistics and English communication are 
expected. Skills/interest in plant pathology and metabolism would be a plus. 
The offer is dedicated to young researchers at most 3years after the defense of the PhD thesis. 
 
Selection process: The candidate will submit their application, consisting of a letter of motivation (2 
pages max.) and a CV (including list of publications, if applicable), to Valérie Schurdi-levraud 
(valerie.schurdi-levraud@inrae.fr) and Frédéric Delmas (frederic.delmas@inrae.fr). 
The advertisement is valid until the position is filled. 

Team/lab website:  
https://www6.bordeaux-aquitaine.inrae.fr/bfp_eng/ 
 
 
Selected publications: 

📌 Rubio B., Cosson P., Caballero M., Revers F., Bergelson J., Roux F., Schurdi-Levraud V., 2019. New 
Phytologist, 221:4, 2016-2038. https://doi.org/10.1111/nph.15507  

📌 Luna E, Flandin A, Cassan C, Prigent S, Chevanne C, Kadiri CF, Gibon Y, Pétriacq P, 2020. 
Metabolites. 11: 146. https://doi.org/10.3390/metabo10030096  

📌 Bernadette Rubio, Olivier Fernandez, Patrick Cosson, Thierry Berton, Mélodie Caballero, Roxane 
Lion, Fabrice Roux, Joy Bergelson, Yves Gibon and Valérie Schurdi-Levraud, 2021., Metabolites 2021, 
11(4), 230. https://doi.org/10.3390/metabo11040230  

📌 Monnot, S.; Desaint, H.; Mary-Huard, T.; Moreau, L.; Schurdi-Levraud, V.; Boissot, N. 2021. Cells 
2021, 10, 3080. https://doi.org/10.3390/cells10113080  

📌 Allwood J W, Williams A, Uthe H, van Dam N M, Mur L A J , Grant M R, Pétriacq P, 2021. 
Metabolites. 11: 558. https://doi.org/10.3390/metabo11080558  

 
 
 

 
SCHURDI-LEVRAUD Valérie 

valerie.schurdi-levraud@inrae.fr 

DELMAS Frédéric 
frederic.delmas@inrae.fr  
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Starting Date: soon as possible 
Duration: 18 months  
Location: UMR EGFV / UMR BIOGECO 
Proportion of work: full-time 
Salary: 31k€ yearly before-tax salary (approx. 25k€ net) 
Desired level of education: PhD 
Experience required: PhD + 3 years max of research experience  
 
A 18 months position supported by Bordeaux Plant Science (BPS) research program is available in UMR 
Ecophysiology and Grape Functional Genomics (EGFV) and in UMR Biodiversity, Genes and 
Communities (BIOGECO) in Bordeaux, France. This post-doc position is one of 19 offered positions as 
part of Bordeaux University excellence BPS program, which will provide access to many scientific 
events and resources. 

The successful candidate will be integrated into the Tepimemory project, which focuses on short and 
long term epigenetic memory induced by abiotic stress and which is structured around the following 
four major tasks: 

Task 1: To analyze the epigenetic response to combined stresses in perennial plants and short-term 
memory effects.  
Task 2: To explore the long-term effects of epigenetic memory using wood tissue.  
Task 3: Molecular mechanisms underlying the epigenetic response and its memory effects. This will be 
the main work of the post-doctoral student recruited, who will be involved in the establishment of 
transgenic lines in grapevine and oaks (pilot study) and their analysis.  
Task 4: Data management and analysis of results. 
 
 
Job description: The post-doctoral researcher recruited to the project will mainly be involved in task 
3, which aims to elucidate the molecular mechanisms underlying the memory effects in grapevine and 
oak, and task 4, which focuses on the analysis of omics data, in particular RNA seq and Whole Genome 
Bisulfite Sequencing (WGBS) data on oak, grapevine and apricot.  
The postdoc will (1) focus on the study of the molecular mechanisms involved in epigenetic regulation 
and its memory effects using reverse genetic approaches (2) participate in the analysis of the "omics" 
data generated by the study of the response to combined stresses in grapevine, apricot and oak. 

(1) In order to determine the mechanisms underlying the epigenetic response and its short- and/or 
long-term memory effects in response to abiotic stresses, grapevine will be used as a model in which 
reverse genetic approaches have already been developed. To this end, among the various genes 
involved in both the control of the distribution and the level of DNA methylation, we will select those 
that participate in the establishment of the marks analyzed in task 1. These will include genes coding 
for DNA methylase 1 (MET1) and chromomethylase 3 (CMT3), which are involved in the maintenance 
of CG, CHG and CHH methylation respectively. We will also analyze genes involved in the decrease of 



  

 

DNA methylation such as DDM1 and/or DNA demethylases, which are key genes to reset methylation 
marks. The main task of the postdoc will be to produce the transgenic lines for all the listed genes and 
to characterize them in terms of phenotype, molecular and epigenetic responses. The transformed 
genotypes will be analyzed under water-limited and water-free conditions. For the different sampling 
points, we will investiagte the transcriptome and epigenome for each line produced. This approach 
should allow, (a) determining the role the genes involved in the regulation of methylation on the 
topology of the gene networks involved in the response to stresses and, (b), to formulate hypotheses 
on the molecular mechanisms underlying the epigenetic response and its short and/or long-term 
memory effects in the response of plants to a changing environment. 

(2) He will participate in the analysis of data generated by RNA seq and WGBS of plants (oak, grapevine, 
apricot) grown under control conditions or subjected to combined stress (I;E; fusarium andwater 
stress). In particular, after sequence trimming, alignment of on reference genomes (oak, grapevine, 
apricot), data will be used to determine, differentially expressed genes (DEGs) between the conditions 
tested and, parts of the genome whose methylation varies according to the growth conditions of the 
plants. Finally, we will determine which of the DEGs are likely controlled by their methylation level. In 
addition, these data will be used to investigate the consequences of growth conditions on transposons 
(expression mobility) and their possible impact on nearby genes.    

 

Environment: The project takes place at the INRAE sites of Grande Ferrade, in Villenave D'ornon, and 
Pierroton, and will require regular travel between these two work sites. It is placed under the 
responsibility of Dr G. Le Provost (UMR BIOGECO) and Pr P. Gallusci (UMR EGFV); the two UMRs are 
recognised for their expertise in genetics, epigenetics, molecular biology and physiology of perennial 
plants (vine and oak) and have developed the necessary expertise in bioinformatics for "omics" 
analyses. Both sites have all the equipment necessary for molecular biology, in vitro culture and plant 
cultivation.   

Bordeaux is an easy-going and enjoyable UNESCO world heritage city with many cultural, social, 
sportive events, famous for its vineyards and only one hour away from marvellous sand beaches. 
 
Skills: The recruited person should have expertise in the field of molecular biology and epigenetics, 
combined with a good knowledge of perennial plants (grapevine, oak, other). A first experience in in 
vitro plant culture and in the manipulation of transgenic plants is desirable, if possible including a 
knowledge of transgenesis systems related to grapevine and/or other perennial plants and of cloning 
methodologies. 

The candidate should also have previous experience in the analysis of omics data, at least RNA-seq 
data, but a first experience in the analysis of Whole Genome Bisulfite Sequence data would be also 
highly appreciated. Knowledge of R is desirable. The person should be able to work independently and 
have the ability to interact with several partners located on different sites in Bordeaux. A good 
knowledge of English is required, as well as writing and good communication skills. 
 
Selection process: Candidates will submit their application, consisting of a cover letter (2 pages 
maximum) and a CV (including list of publications, if applicable), to Grégoire Le Provost (UMR 
BIOGECO) and Philippe Gallusci (UMR EGFV) before the 2022/05/21. 
 
 
 
 
 
 
 



 

 

Team/lab website:  
https://www6.bordeaux-aquitaine.inrae.fr/egfv/ 
https://www6.bordeaux-aquitaine.inrae.fr/biogeco 
 
Selected publications: 

📌 Plomion C., Aury J.-M., Amselem J., Leroy T., Murat F., Duplessis S., Faye S., Francillonne N., 
Labadie K., Le Provost G., Salse J. (2018). Oak genome reveals facets of long lifespan. Nature Plants, 4 
(7), 440-452.  

📌 Sow M. D., Allona I., Ambroise C., Conde D., Fichot R., Gribkova S., Jorge V., Le Provost G., Pâques 
L., Plomion C., Salse J., Sanchez Rodriguez L., Segura V., Tost J., Maury S. (2018). Epigenetics in Forest 
Trees: State of the Art and Potential Implications for Breeding and Management in a Context of 
Climate Change, Epigenetics Coming of Age for Breeding Applications. Academic press, Elsevier, 454 
p. 

📌 B. Rubio, L. Stammitti, S. J. Cookson, E. Teyssier, P. Gallusci. Small RNA populations reflect the 
complex dialogue established between  heterograft partners in grapevine, Horticulture Research, 
Volume 9, 2022, uhab067, https://doi.org/10.1093/hr/uhab067.  

📌 P. Gallusci, Z. Dai, M. Génard, A. Gauffretau, N. Leblanc-Fournier, S. Brunel-Muguet. Epigenetics 
for plant improvement: current knowledge and modeling avenues, (2017) Trends in plant science 22 
(7), 610-623.  

📌 Fortes A.M. and Gallusci P., Plant Stress Responses and Phenotypic Plasticity in the Epigenomics 
Era: Perspectives on the Grapevine Scenario, a Model for Perennial Crop Plants. (2017) Front. Plant 
Sci. 8:82. doi: 10.3389/fpls.2017.00082.  
 
 
 
 

LE PROVOST Grégoire 

gregoire.le-provost@inrae.fr 

GALLUSCI Philippe 
philippe.gallusci@u-bordeaux.fr  

 

 

https://www6.bordeaux-aquitaine.inrae.fr/egfv/
https://www6.bordeaux-aquitaine.inrae.fr/biogeco
https://doi.org/10.1093/hr/uhab067
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Starting Date: July 2022 or as soon as a suitable applicant is found 
Duration: 24 (+12) months  
Location: INRAE Bordeaux / Université de Bordeaux  
Proportion of work: full-time 
Salary: 31k€ yearly before-tax salary (approx. 25k€ net) 
Desired level of education: PhD 
Experience required: PhD with or without post-doctoral research experience 

A 2 years (+1) position supported by Bordeaux Plant Science (BPS) research program is available in the 
UMR EGFV (Ecophysiology and Functional Genomics of the Grapevine) in Bordeaux, France.  

 

Job description: A distinctive feature of grapevine is that its economical value derives more from the 
quality of its fruits than its absolute yield. Berry quality is a complex trait linked to its composition (its 
oenological potential), which results from asynchronous accumulation of primary (hexoses, organic 
acids, amino-acids) and secondary (polyphenols, aroma and aroma precursors) metabolites during fruit 
growth and ripening. It is under the dual control of the genotypes (rootstock, scion), the epigenome 
(epigenetic marks, small RNAs, viruses) and of the environmental factors, one of the most prominent 
being temperature, which affects berry yield, phenology and metabolism. Thus, studying the 
(epi)genetic determinants and the physiological mechanisms underlying berry quality buildup during 
ripening and the trade-offs between fruit yield and quality is a challenge of uttermost importance for 
grapevine and wine research community, with the view of using them as levers for future grape 
breeding programs. 

In this context, one the main goals of the VIN-WIN project is to analyze the contribution of the 
various sources of grapevine genetic diversity (genotypes of both scion and rootstock) to the 
plasticity of the fruit yield versus berry and wine composition balance. To this end, several grapevine 
populations will be analyzed. 

The post-doctoral project will focus on the characterization of a Vitis vinifera cv. Sémillon clonal 
population of 59 genotypes, at the genomic, epigenomic, virome, metabolomic and phenotypic levels, 
in relationship with berry composition at harvest and wine quality. The successful applicant will 
implement next-generation genomic sequencing, genome assembly and re-sequencing, SNP and InDel 
detections, as well as DNA methylation and RNA-seq approaches. He/she will also participate in field 
phenotypic notations and berry composition analysis. He/she will benefit of the support of the 
bioinformatics group of UMR EGFV and of the metabolomics platform of UMR BFP laboratories.  

Main activities: 

1. Exploring the genomic diversity in the Sémillon grapevine clonal population by producing a high quality 
reference genome and a genotyping-by-sequencing analysis of the 59 accessions of the population ; 



 

 

2. Analyzing the epigenome, transcriptome and virome of a selected subset of the clonal population ; 
3. Participating in the population field phenotyping (clone phenology, vigor, yield and ripening dynamics) ; 
4. Participating in berry composition analysis ; 
5. Building correlations networks between virome composition, epigenetic regulation, genomic 

variations, berry and wine metabolomes in order to assess their relative contribution to fruit and wine 
composition variations. 
Environment: The candidate will be hosted at the UMR 1287 EGFV (Ecophysiology and Functional 
Genomics of the Grapevine) laboratory, located at the Institut des Sciences de la Vigne et du Vin (ISVV) 
at the INRAE campus of Villenave D’Ornon, France. He/she will have strong interactions with the UMRs 
1332 BFP (Fruit Biology and Pathology) and UMR Oenologie also located at the INRAE campus of 
Villenave D’Ornon. The INRAE campus constitutes a highly stimulating scientific environment. 

Skills: We are looking for highly motivated candidates with a good publication track-record and a strong 
commitment to research in plant genetics/genomics and bioinformatics. A previous experience in 
metabolomics would be highly appreciated but is not mandatory, provided that applicants are ready to learn 
and get involved in such approaches. Good english communication skills (written and oral) are expected. 

Selection process: The candidates will submit their application consisting in a motivation letter and a 
detailed CV (including training background, research experience publication and communication lists), 
before the 5th of June, 2022, for a starting date anytime around the 1st of July 2022 or as soon as a 
suitable applicant is found. 

Team/lab website:  
https://www6.bordeaux-aquitaine.inrae.fr/egfv  
https://www6.bordeaux-aquitaine.inrae.fr/bfp 
https://www.isvv.u-bordeaux.fr/fr/oenologie 

Selected publications: 

📌 Arrizabalaga et al. (2018) https://doi.org/10.1016/j.plantsci.2017.11.009.  

📌 Arrizabalaga et al. (2020) https://www.frontiersin.org/articles/10.3389/fpls.2020.603687/full. 

📌 Candresse et al. (2018) https://doi.org/10.1007/s00705-017-3587-7.  

📌 Girollet et al. (2019) https://www.nature.com/articles/s41597-019-0133-3. 

 
 
 
 
 

 

BERT Pierre-François (UMR EGFV) 

pierre-francois.bert@inrae.fr 

MARAIS Armelle (UMR BFP) 

armelle.marais-
colombel@inrae.fr 

GOMÈS Eric (UMR EGFV) 

eric.gomes@inrae.fr
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Starting Date: July 2022 
Duration: 14 (+9) months  
Location: UMR BIOGECO  
Proportion of work: full-time 
Salary: depending on experience (2 596 to 3 439 euros gross per month) 
Desired level of education: PhD 
Experience required: PhD + postdoc experience  
 
A 14 months (+9) position supported by Bordeaux Plant Science (BPS) research program is available at 
the UMR BIOGECO in Bordeaux, France. This post-doc position is one of 19 offered positions as part of 
Bordeaux University excellence BPS program, which will provide access to many scientific events and 
resources. The successful candidate will work on the project Perfit. 
 
Job description:  
This postdoctoral project proposes an innovative approach to the study of adaptation in woody plants 
through the characterization of the role of the genetic load, i.e. the effect of deleterious or 
disadvantageous mutations, on the response of plants to their environment. These mutations can have 
deleterious effects on fertility, growth or survival, thus hindering tree populations (domesticated or 
wild) in their ability to adapt to environmental changes. The deleterious alleles are under negative 
selection, a form of selection whose role in the architecture of adaptive traits remains little studied in 
trees.  

The postdoc will identify the endogenous and environmental factors that modulate natural selection 
(positive or negative) and through it, their effect on fitness/productivity in several tree species, from 
tropical to temperate trees, and from wild to cultivated species. This work will provide a 
comprehensive view of how genetic load and negative selection modulate adaptation. 

Main activities:  

The postdoc will use already available genomic data from several woody plant species, including 
temperate forest trees such as maritime pine (Pinus pinaster), sessile oak (Quercus petraea) and beech 
(Fagus sylvatica), the fruit trees apricot (Prunus armeniaca, domesticated and wild) and cherry (Prunus 
avium), grapevine and the rainforest trees Symphonia globulifera and Dicorynia guianensis to estimate 
genetic load, the genomic architecture of traits and to study the correlation of genetic load with 
estimates of fitness components and production traits, e.g. survival, reproduction, productivity, wood 
quality specialised metabolites and responses to biotic and abiotic stresses. 

Environment:  

The candidate will be based at the UMR BIOGECO in Pierroton (Cestas) and will be under contract to 
the University of Bordeaux. He/she will have access to the INRAE Genotoul computing cluster. He/she 
will be supervised by Myriam Heuertz (UMR BIOGECO, Cestas-Pierroton) and Véronique Decroocq 
(UMR BFP, Villenave d'Ornon), in connection with the project leader Santiago González-Martínez (UMR 



 

 

BIOGECO, Cestas-Pierroton). Regular meetings will be held with the entire consortium for consultation 
on the analyses to be conducted and interactions on the interpretation of the results. 

Bordeaux is an easy-going and enjoyable UNESCO world heritage city with many cultural, social, 
sportive events, famous for its vineyards and only one hour away from marvellous sand beaches. 

Skills:  
We are looking for an evolutionary biologist or bioinformatician interested in molecular evolution. 
Experience in the analysis of high-throughput sequencing data in a population genomics context is 
essential. Experience in quantitative genetics will be a plus. The candidate should have a good 
publication record in line with his/her career stage and good writing skills in English. 

Selection process: The candidate will submit their application, consisting of a letter of motivation and 
a CV (including list of publications, if applicable), to Santiago González-Martínez, Véronique Decroocq 
and Myriam Heuertz before 2022/05/15. 

Team/lab website:  
https://www6.bordeaux-aquitaine.inrae.fr/biogeco  

Selected publications: 

📌 González-Martínez, S.C., Ridout, K., Pannell, J.R., 2017. Range Expansion Compromises Adaptive 
Evolution in an Outcrossing Plant. Curr. Biol. 27, 2544–2551.e4.  

📌 Groppi, A., Liu, S., Cornille, A., Decroocq, S., Bui, Q.T., … Decroocq, V., 2021. Population genomics 
of apricots unravels domestication history and adaptive events. Nature Communications. 12:3956. 

📌 Schmitt, S., Tysklind, N., Hérault, B., Heuertz, M., 2021. Topography drives microgeographic 
adaptations of closely related species in two tropical tree species complexes. Mol. Ecol. 30, 5080–
5093. 

 

 

 

 

 

 

 

 

 

GONZÁLEZ-MARTÍNEZ Santiago 

santiago.gonzalez-
martinez@inrae.fr   

DECROOCQ Véronique 

veronique.decroocq@inrae.fr    

HEUERTZ Myriam 

myriam.heuertz@inrae.fr  
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